Average Profile

Average Profile

Average Profile

0.20 0.25 0.30 0.35

0.15

0.20 0.25 0.30 0.35

0.15

0.25 0.30 0.35

0.20

Average Profile near TSS

Average Profile near TTS

o
[¢e)
T —
o
| —
|
! o
1 l:| _
I 2 o
! S
! o
| L 7]
' ]
' g 8
| < 9
| o
1
1
|
1
| o
| 5
T T T i T T T S T T T i T T T
-3000 -2000 -1000 0 1000 2000 3000 -3000 -2000 -1000 0 1000 2000 3000
Relative Distance to TSS (bp) Relative Distance to TTS (bp)
Average Gene Profile
1 1
1
1
1
: |
1 1
1 1
1 1
1 1
1 1
1 1
1 1
1 1
1 1
1 1
1 1
1
1
| !
1 1
1 1
1 1
1 1
1 1
1 1
T i T T i T
-1000 0 1000 2000 3000 4000
Upstream (bp), 3000 bp of Meta—gene, Downstream (bp)
Average Concatenated Exon Profile Average Concatenated Intron Profile
0
o
o
o
QL O -
% o
a
(]
g
< o
o
N
o
T T T T T T T T T T T T
0 20 40 60 80 100 0 20 40 60 80 100

Relative Location (%)

Relative Location (%)



Average Profile

Average Profile

Average Profile

1.0

0.8

0.6

0.4

0.2

1.0

0.8

0.6

0.4

0.2

1.0

0.8

0.6

0.4

0.2

Average Exon Profile
(66 <= length < 109 bp)

0 20 40 60 80 100

Relative Location (%)

Average Exon Profile
(109 <= length < 165 bp)

I I I I I I
0 20 40 60 80 100

Relative Location (%)

Average Exon Profile
(165 <= length < 501 bp)

0 20 40 60 80 100

Relative Location (%)

Average Profile

Average Profile

Average Profile

1.0

0.8

0.6

0.4

0.2

1.0

0.8

0.6

0.4

0.2

1.0

0.8

0.6

0.4

0.2

Average Intron Profile
(151 <= length < 812 bp)

0 20 40 60 80 100
Relative Location (%)
Average Intron Profile
(812 <= length < 2687 bp)

I I I I I I
0 20 40 60 80 100
Relative Location (%)

Average Intron Profile
(2687 <= length < 11850 bp)
I I I I I I
0 20 40 60 80 100

Relative Location (%)




