
H
31

22
_K

27
A

c_
bt

2_
m

od
el

_p
5_

sw
ig

H
31

22
_a

b4
72

9_
p5

_s
w

ig
hc

c8
27

_a
b4

72
9_

ch
ip

_0
22

1_
S

27
_h

g1
9_

p5
_s

w
ig

H
23

47
_S

3_
m

od
el

_s
w

ig
H

C
C

78
_S

5_
m

od
el

_s
w

ig
H

35
8_

S
4_

m
od

el
_p

5_
sw

ig
h1

37
3_

ab
47

29
_c

hi
p_

11
24

_S
9_

hg
19

_p
5_

sw
ig

sw
15

73
_a

b4
72

9_
ch

ip
_0

33
1_

12
c_

S
4_

hg
19

_p
5_

sw
ig

sw
15

73
_a

b4
72

9_
ch

ip
_0

41
4_

13
c_

S
11

_h
g1

9_
p5

_s
w

ig
h1

79
2_

ab
47

29
_c

hi
p_

01
13

_S
13

_h
g1

9_
p5

_s
w

ig
h2

08
7_

k2
7a

c_
p5

_s
w

ig
h1

97
5_

ab
47

29
_c

hi
p_

03
31

_1
2c

_S
1_

hg
19

_p
5_

sw
ig

h2
22

8_
ab

47
29

_c
hi

p_
01

13
_S

11
_h

g1
9_

p5
_s

w
ig

h2
22

8_
ab

47
29

_c
hi

p_
02

21
_S

31
_h

g1
9_

p5
_s

w
ig

H
C

C
11

71
_S

1_
m

od
el

_s
w

ig
sk

lu
1_

ab
47

29
_c

hi
p_

02
21

_S
17

_h
g1

9_
p5

_s
w

ig
hc

c4
61

_a
b4

72
9_

ch
ip

_0
33

1_
12

c_
S

2_
hg

19
_p

5_
sw

ig
H

18
19

_a
b4

72
9_

p5
_s

w
ig

H
32

55
_a

b4
72

9_
11

21
_1

13
0_

p5
_s

w
ig

h2
12

6_
k2

7a
c_

p5
_s

w
ig

P
C

9_
ab

47
29

_p
5_

sw
ig

h1
65

0_
ab

47
29

_c
hi

p_
05

25
_0

71
4_

15
c_

S
23

_p
5_

sw
ig

h1
83

3_
ab

47
29

_c
hi

p_
06

10
_0

71
4_

15
c_

S
25

_p
5_

sw
ig

h2
07

7_
2_

ab
47

29
_c

hi
p_

05
25

_0
71

4_
15

c_
S

21
_p

5_
sw

ig
h1

39
5_

k2
7a

c_
p5

_s
w

ig
h4

60
_a

b4
72

9_
ch

ip
_0

22
1_

S
15

_h
g1

9_
p5

_s
w

ig
a5

49
__

1_
k2

7a
c_

hg
_S

31
.p

5.
sw

ig
h1

43
7_

k2
7a

c_
p5

_s
w

ig
h2

12
2_

k2
7a

c_
p5

_s
w

ig
H

20
30

_a
b4

72
9_

p5
_s

w
ig

h2
28

6_
ab

47
29

_c
hi

p_
11

24
_S

1_
hg

19
_p

5_
sw

ig
h1

29
9_

_1
_k

27
ac

_h
g_

S
29

.p
5.

sw
ig

h2
3_

_1
_k

27
ac

_h
g_

S
30

.p
5.

sw
ig

H
17

55
_a

b4
72

9_
11

21
_1

13
0_

p5
_s

w
ig

hc
c3

66
_a

b4
72

9_
ch

ip
_0

22
1_

S
19

_h
g1

9_
p5

_s
w

ig
hc

c4
4_

ab
47

29
_c

hi
p_

02
21

_S
29

_h
g1

9_
p5

_s
w

ig
hc

c4
4_

ab
47

29
_c

hi
p_

12
02

_S
5_

hg
19

_p
5_

sw
ig

C
al

u3
_a

b4
72

9_
11

21
_1

13
0_

p5
_s

w
ig

H
22

91
_a

b4
72

9_
11

21
_1

13
0_

p5
_s

w
ig

H
20

09
_a

b4
72

9_
p5

_s
w

ig
h2

00
9_

k2
7a

c_
p5

_s
w

ig

ARID5B

FOXP1_2

BHLHE40−AS1

CSRNP1

CDC42EP1

TRIOBP

CARD10

SFTA2

AREG

LMO3_2

HOPX

NAPSA

NR3C2

SLC26A5

LOC105377480

MFSD13B

PPARG

MIR548AH_2

RAB11FIP1

RARRES3

RUNX1_5

HCAR1

GPR87

MIR6076

PDIK1L

SYT8

RBPJ_3

GCM1

PHACTR4

HN1

ARID3B

NIPAL3

MRPS10

LOC101927237

MIR3175

LINC01578

ARL6IP5

NRIP1

VDR

LOC374443

NR2C1

FAM129B

KLF7

CSNK1A1

RUNX1_4

BIRC7

SLC16A5

TNFRSF1A

SCNN1A

LINC00910

SMAD3

TRIM47

NT5C

DUSP1

DUSP5

NR3C1

PSMG3

TEAD1_2

DDX11−AS1

SLC25A51

ADAM8

EFNB2

MIR3170

KLF4_3

RNF181

MIR1302−4

TARS_2

ENG

CSTB

SMG7−AS1

POU2F1

SNORD74

ARRDC1−AS1

RXRA

FPGS

CMBL

RPL37

DUSP10

GPX1

ARFGAP3

ARHGEF3

TMBIM1

TNFRSF11B

SNORA92

UNC13D

SPATA12

CUX1_2

LINC01843

FOXE1

HNRNPD

SFTA3_2

CDC6

NEUROD2

MYCNOS

DUSP26

GATA6

CGB5

CGB3

HNF1B

HNF1B_2

ZNRF3−AS1

LOC100506869

ZBTB38

THSD4−AS2

ADRB1_2

PAX9

SFTA3

ADRB1

ZFHX4

FOXG1−AS1_2

SOX2

RNU6−2

ARHGAP5

LMO3

LOC100506393

SALRNA1

PPP1R1B

FOXC1_2

MIR6764

FOXA1

FOXA1_3

LOC100996415

TNFRSF11B_2

LOC100506098

MIR200B

BCL2L14

NRARP

TDRKH

JTB

DENND4B

RPTN

FALEC

LYSMD1

TARS2

GATAD2B

RPS27

SETDB1

PI4KB

PSMB4

RFX5

POGZ

ARNT

PIP5K1A

SLC39A1

XBP1

MIR4692

ARHGAP12_2

POU5F1B

CARD14

SOX4

FOXP2

ARHGEF38

LOC100132111

LOC400867

MIR944_2

MIR944

TP63

LINC01655

DPYD−AS1

ABCB11

ABCB11_2

LINC01426

MARCH10

FOXP1

FOXP1_3

GADD45A

SCARB2

ARHGEF10L

ASPRV1

MIR5572

PRDM1_2

C5orf66−AS1

CPD

RREB1_2

AHR_2

LOC101927630_2

KCCAT333

KLF5

KLF5_3

KLF5_2

LINC00392_2

FOXA1_2

LOC105369635

H3F3AP4

IQGAP1

LITAF_3

GADD45A_2

C1orf228

LINC01607

MIR6073

CREB3L2

LOC100130880

NRIP1_2

ARHGDIB

H1F0

MIR4799

LINC01258

PROM2

NECTIN4

QSOX1

ZNF710

BARX2

MIR3174

MPRIP

TAF1B

FLJ31356_2

ANKRD35

AQP1

MIR4777

LINC01389

MIR633

LINC00392_3

KLF3

LINC00392_5

LINC00392_6

RBM8A

THEM4

CELF3

OAZ3

FOXB1

WISP1

LOC102724708

CRIP2

NCOR2_2

NFATC4

TNFSF8

GACAT3

LINC00392

LINC00392_4

MIR4503

RNF157−AS1

MYT1

MIR4503_2

LINC01206

PAX9_2

ELF1

FOXC1

ZFP64

ARHGAP18_2

CTDSP2_2

MMP28

TAF1L

TAF1L_2

LOC101927630

NARS2

PRDM16

LOC642366

SIX1

LINC00261

IRX2

MARVELD2

COLCA1

USP40

LINC01929

VNN1

PDZK1IP1

LACTB2

RFX1

TNFAIP3_2

IFI16

NLRC5

NLRC5_2

TLR8−AS1

TMSB4X

ACTR3C

MIR328

RLN3

DNMT1

SMARCA4

GATAD2A

ARL14

ARHGAP27_2

HES1

MIR181A2HG

TACSTD2

RUNX1

LOC102723471

HRAT5_2

CASP4

BCL6

LINC01354

CDC42BPB

LINC01991

SHROOM1

ZNF704_3

NFX1

HRASLS2

ERCC4

PAX8_2

S1PR4

MCU

MIR6888

SCARNA26A

ARRDC3

ARF6_2

HIF1A

TBPL2

LOC100132356

MYBPH

TFDP2

KLF6

LOC105376365_2

CDK7

CAPN10−AS1

LRRFIP1

RBPJ_2

SCARF1

MAPKAP1

VCPIP1

CREB1

BASP1

ARHGEF2

MIR202HG

NIT1

VARS2

HCG27

MSH5−SAPCD1

CFLAR

AJUBA

PLLP

FAM126B

LOC101929555

MIR4641

ZBTB38_2

ST18_3

LIFR

SOX21

MIR4296

MIR4296_2

TTC5

LIFR_2

ZNF114

HMOX1

ERRFI1

ENO1

SPAG9

FOXK2

ARL4D

RPL27

KLF4_2

LOC105371824

P2RY6

PNPO

TOP1

ARNTL2

KLF4

ARPC1A

SLC39A4

AHRR

LOC100128386_2

C1QTNF1

RASA4B

LTBP3

MIR4489

IRF7

TAF11

UHRF1BP1

PITX2

LOC101929882

ZNF595

ST20−AS1

SUZ12P1

CTBP2

FAM228B

ANKMY1

SMARCD2

RREB1

MARK2

LINC00514

VASN

LGALS3BP

OXLD1

PCYT2

EPS8L2

MFSD3

KLF3−AS1

TBX6

MIR1234

PIM3

PLXNB2

GBA

GBAP1

RARG

TRERF1_2

MITF

STAT3_2

MLX

NAGLU

YY1AP1

MEF2D

MUC1

USF1

CEBPD

CEBPD_2

FHOD1

NOL3

MIR326

RPS3

EPAS1_2

BFSP1

USP12−AS1

LOC102723481_2

TALDO1

SP1

TGIF1

LINC00605

POLI

C1orf234

OR1I1

LINC01272

ARL4C

NCOR2_4

SCARB1

NCOR2_3

TRIM16L

LINC00677

EHF

CXXC5

RXRA_2

ZNF750

CEACAM6

BATF

GRHL2_3

ZNF704_4

ALDH3B2

TEAD1

CTNND1

NYNRIN

ERP27

CLDN9

TEAD3

CGN

PRSS8

GRHL1

RUNX1_2

GRHL2_2

ARHGAP32

RNF207

LOC100128386

F11R

CLDN7

TNFSF10

TNFSF10_2

SLC2A10

TFAP2C

PSRC1

SPNS2

FAM65C

TGIF1_2

TMEM184A

ETS2

GPR37L1

MIR4315−2

PGAM1P5

DHRS3

MFSD1

MESP2

RARA

LMTK3

GATSL3

RPL26L1

PARD6B

DUSP14

MIR548AH

MED15_2

PDXK

ZNF462

LINC01135

JUN_2

MED15

BCL2L13

HN1L

ARHGEF18

SDC4

EPHA2

ARHGEF17

LSR

SLC29A2

SKIL

OSR2

SREBF2

PLA2G6

C1QTNF6

PACSIN3

C2orf68

HIVEP1

JARID2

TFAP2A

TMEM189−UBE2V1

DDR1

BACH1

LMO4

LITAF

GSPT1

ZC3H7A

UFD1L

KLHL22

ZNF639

RAB24

TCF7L2

ARHGAP21_2

ZBTB44

REEP3

MIR5188

PTGES3

ZBTB25

ATF1

SLC3A2

WBP4

HCFC1

NR1D1

CASC3

RPL19

GGNBP2

SMARCE1

CDK12

ARL4A_2

MRPS30

TRPS1

ARL4A_4

ZIC4

MRPS30_2

MRPS30_3

HSF2

TFAP2D

HSF2_2

NR2F1−AS1

LOC100129940

LOC100129940_2

LOC100271832

MIR7641−2

HOXC6

HOXC−AS3

ZIC5

HOXA10

HOXA−AS2

TRPS1_2

LOC105372672_2

HNF4G

BCOR_2

BAG4

SCARA3

WBP1L

LITAF_4

MED13L

SPAG9_2

BCAR4

DISP1

GACAT3_2

TNFRSF17

LINC01364

ARHGAP21

MAPK8

LINC00443

ARL4A_3

BRCAT54

LINC01206_2

MIR2277

LOC101927168

ETS1

TMEM52B

ISL2

TMED10

KLF10_2

JDP2

ZNF704

LOC102724579

PBX1_2

ZFP42

C5orf56

PNMT

BARX2_2

GRHL2

TFAP2C_2

MMP9

KIAA1522

ARID3A

ITSN1

BARX2_3

KIAA0319L

DNMT3A

NRIP1_3

VPS13B

MUC3A

CRY1

RERE_2

LINC01524

BACH2

LITAF_2

MARK2_2

USP54

GUK1

PRDM2

MIR5692B

PBX1

LOC100505795

SH2B2

RASA2

ZNF219

WDR25

SMYD3

DUSP22

PART1

LOC100507406

GLP2R

PER2

USP3

EHF_2

TRIB3

LOC101927131

NPAS2

EPAS1_3

LOC101060498

BASP1_2

LOC102723481

JUP

MIR4287

RARRES1

PNKD

RAB35

ETFA

LOC100507487

LOC100507487_4

P3H2−AS1

LOC100507487_3

SDCBP

BCL2L10

LINC00862

MSC

JARID2_2

SOST

USP40_2

RNF135

RXRA_3

SRXN1

CAMTA1

C5orf66

ADAR_2

LPAR1

TBPL1

STK38L

TSEN2

ADCYAP1

LOC101927855

TMEM75

MYC

SALL1

LINC01571

DUSP4

JADE1_2

LINC01571_3

MIR1200

AEBP2

LHX9

ZNF704_2

LOC100507487_2

ARHGAP25

TSPY26P

LINC01571_2

LOC145845

LOC101928614_2

TASP1

HRH3

CHRDL2

MYT1L

RERE

KRTCAP2

IRF2BP1

TP53INP2

CYB5B

SMAD2_2

EVA1C

PSORS1C3

AHR_3

PECR

FARP2

AHR

PARD3

SMAD6

LZTS3

MNX1

ONECUT2

TOX3

LINC01700

BCAR3_2

ZBTB7C_2

ST18

ASCL1

ST18_2

MIR375

ZBTB7C

LOC101927082

LOC101927082_2

PIP4K2C

TSPAN31

CYBA

BCL11A

THRA

HHEX

MIR4472−2

PAX8−AS1_2

FOXQ1

DUSP4_2

DUSP4_3

CREB3L1_2

DUSP5_4

SSTR5

SOX13

DKFZP434K028

LOC100506691

AXIN1

SPDEF

MTERF4

FTL

ETV4

LIF

CACNG6

RXFP4

MIR5187

LOC102723493

CLCF1

MAFG

SNORA87

LINC01730

SLC25A45

CRIP1

ZBTB42

LOC100507437

C17orf82

SREBF1

HMGA2

SMARCD3

DDIT3

STMN3

MIR219A1

ANAPC11

P4HB

MRPL12

P3H4

CREM

ANKRD13B

KREMEN2

HES7

DLG4

PER1

NCOR2

NCOR2_5

LINC01843_2

LINC01096

SLC2A3

LINC01273

SSBP4

ELFN1

DLX2

ARHGAP27

FOSB

MIR6088

ACOT7

VASP

FBXO46

HNRNPUL1

CIC

ERF

GRIN2D

SIX5

ZNF296

SSBP3

LTBP4

PPP1R37

DEDD2

SLC25A1

ACTL10

PGPEP1

NR2F6

MIR3188

MIR5684

RPL22

ZBTB2

UBTF

ACTB

ACTB_2

IER2

MIR23A

SLC1A5

AP2S1

MTA3

ZNF341

ARL17A

LOC102724532

GDF15

PATZ1

ZC3H4

ACHE

CUX1

ARPC1B

DAZAP2

CUX1_3

KDM6B

NAA38

NCOR1

PELP1

RNASEK

CTDNEP1

WRAP53

PFN1

NFIB

MNT

SPAG7

GTF3C2

NAB2

CTDSP1

ARID1A

REPIN1

HNRNPA2B1

MIR1281

SMAD2

CEBPB−AS1

LOC100505771

INPPL1

GPR137

PTBP1

NFKB2

TEAD4

UBE2M

ZNF580

ZNF524

U2AF2

C1orf122

PDAP1

ZNF335

SNORD12C

RRAS

ALDOA

ZNF747

PGP

KCTD20

ADAR

MTX1

UBE2Q1

ARRDC2

MAFK

NR4A2

USP36

EFNA1

ZBTB7B

LOC101928120

NR4A3

NFIC

KLF16

PROSER3

USF2

COX6B1

HCST

DBNDD1

E2F5

TNKS1BP1

MAP3K12

SMAD6_2

PRKAR1A

TRAPPC9

MINCR

DBP

EGR1

DUSP3

SIN3A

NR2F2_2

LOC101928093

STAT3

DCST1−AS1

EFNA3

EFNA4

LOC105376365

IL17REL

MIR4479

TMEM139

KIF2C

ASPSCR1

TGIF1_3

MEF2D_2

FOXJ3

TBX18

BORCS6

FOXE1_2

AGRN

HES4

SOX18

TMEM134

RPS6KB2

NUDT8

DUSP2

FOXC1_3

ID3

WISP2

KCNK15

TMEM52B_2

GATA3

MEOX1

USP25

MIR181B2

MIR4457

ADAMTSL4

LOC100506272

FAR2

ARHGAP23

FBXO17

ZNF3

ERCC1

HMGA1

LTB

SLC35B2

PLEKHG5

POU2F2

LTA

CARS

NR1D2

ARF4

DHX30

CLOCK

HNRNPD_2

KLHL21

JADE1

BFAR

CARHSP1

PAGR1

CNBP

GLIS2

TFAP4

TRAF1

NFIL3

TPRA1

TRAF2

BCL2L11

MAEA

FOXJ2

GAPDH

ATN1

RHNO1

RPL13P5

ETV6

C12orf57

PLEC

PLEC_2

FOXK1

C9orf172

NACC2

UPF3A

ARHGEF7

ING1

PURA

FAM89B

MAP3K11

BANF1

DPAGT1

MUS81

HSPA1B

NFYA

VARS

SRF

WRNIP1

E2F3

RGL2

DDX5

LARP1

ATXN7L3

ZBTB7A

ARF1

ZNF143

DEAF1

MIR6743

RNH1

EZH2

USP1

PCBP1

SP3

ARPC5L

HNRNPK

MIR3128

MIR4444−1

NCKAP1

LRRC14

ZFHX3

HRAT5

CLPTM1L

TARS

ZNF131

SUB1

MARCH6

LINC01431

ITPA

ZCCHC3

POLR2H

COG8

PIEZO1

CBFB

NFAT5

CDT1

CTCF

NUTF2

USP34

MRPS12

FLOT2

PHF12

CHRAC1

MIR6847

YY1

MIR4466

BAZ2A

ARID2

NCOA2

BCOR

ARFGEF1

CHD7

KLF10

CTBP1

CDK4

AGAP2−AS1

METTL21B

ATP23

CTDSP2

POU6F1

CTDSP2_3

GARS

IRF2BP2

PLA2G16

ZNF713

LANCL2

CHCHD2

MARCKS

DNAJB4

NSMAF_2

MISP

USP43

LOC105372672

YAP1

UHRF1

KLF6_2

PLIN3

STAT5A

TFAP2C_3

MALAT1

LINC01816

ARHGAP12

ITGB5

ANGPTL4

CBX5

JADE2

ARHGEF12

USP10

BCAR1

BCAR1_2

RSPRY1

MIR1538

WDR82

FADS2

S100PBP

LDB1

TPM2

TUBB3

PHF19

RNF44

JADE2_2

CREB3L1

CUTA

PBX2

LBX2

LMNB1

SHC1

SATB2

ARHGAP11B

LOC101928042

HRCT1

ZNF462_2

AXL

MARCH4

FAM131A

MED20

ELOVL1

FOSL1

AHNAK

MAP2K2

ZBTB5

TFE3

TOR4A

SRRT

HNRNPA1P10

COX20

HNRNPU

GGPS1

ARHGAP29

ARHGAP29_2

ACTBL2_2

ACTBL2_3

FOXD1_2

LOC340090

TMEM43

ERGIC1

ARHGAP18

LOC101928381

LOC101927686

LTBP2

LTBP2_2

HRH1_2

ELK3

SMAGP

MRPS10_2

MRPS10_3

LOC101928093_2

PRDM1

PPARD

RUNX1_3

MYH16

ADAM19

ONECUT3

SOX9

TFAM

NEGR1

LOC105370526

STARD13−AS

HOXB1

LOC101928539

PEAR1

MUC13

RPSAP52

NFE2L3

ELK3_2

PAX8−AS1

TNFRSF6B

ZGPAT

LINC00051

DLX2−AS1

HRH1

PAX8

LOC284080

PHLDB1

SEC14L1

C15orf52

RUNX3

MIR4425

FOXD1

VEZF1

CUEDC1

EXOC3−AS1

EXOC3−AS1_2

FOXG1−AS1

LINC00581

NR2F2

NR2F2_3

TSEN15

MIR4469

LINC00327

TNFRSF19

SH3BP5L

ZNF345

ZFP28

FOXO3

SCARNA2

FOXD1_3

HOXB5

HOXB2

SUMF2

ELF5

OSR1

ARL4C_2

RUNX2_2

RUNX2

UACA

EIF5

MARK3

IRX3

IRX5

CSF3

ERCC6

MIR3177

EPAS1

PTRF

KIRREL

LASP1

THOC6

TLR9

CST6

NFATC2

QSOX1_2

HS3ST5

FAM186A

HRH1_3

RRN3P1

CASC21

CCAT1

FHL3

CDC42EP2

ILK

TNFAIP1

MIR6880

ORAI1

EEF1G

HNRNPUL2

CASP3

IRF2

NFE2L1

CREB1_2

C19orf33

CDC42BPG

ARL2−SNX15

DUSP7

DUSP5_2

DUSP5_3

ETV5

ZNF281

TNFRSF10A

TNFRSF10B

TAF1D

LINC00167

BCL9L

ARAP1

FBXL18

ATG16L2

TNFAIP3

TP53BP2

ATG7

ETS1_3

KCTD14

RNF169

ETS1_5

CHIC2

ARHGAP22

ETS1_4

ARHGAP26−AS1

C5orf66−AS2

ARNTL

ARHGAP26−IT1

LINC01108

LOC101928855_3

LOC101928855

LOC101928855_2

PRKCDBP

LOC101928855_4

LOC100505716

BCAR3

LOC101927787

OPTC

ANPEP

MIR6070

FOXL1

LOC101929586

MYF6

C11orf45

ETS1_2

NFIX

LOC101928279

RFX8_2

RFX8_3

TCF4

LOC440390

AVEN

LARP6

ZNF827

ARL4A

ACTN4

CEP295NL

FLJ31356

IRF1

PKM

ANXA2

LACTB

ABALON

VAMP3

LINC00961

GLI2

LOC102724344

TOX2

TOX2_2

FOXL1_2

PARD3_3

ARHGAP17

PARD3_2

LUCAT1

MIR4269

LOC101928614

ARHGAP18_3

MANBAL

AP5Z1

ZSCAN31

EMC3−AS1

LOC283887

ARL6IP1

TBX18−AS1

ART4

FOXS1

MIR1207

MIR1207_2

PRRX1

LOC101927839

MIR4430

ETV1

BHLHE41

ERGIC2

MRPS35

FEZF2

FEZF2_2

TRPS1_3

CASC17

TNFSF18

ACTBL2

LOC101928505

LOC105369187

CLIC5

LOC100507065

LOC100507065_2

LINC01376

BHLHE41_2

RFX8

GNA15

CREB3L1_3

LOC100128233

LOC100128233_2

HIF1A_2

LOC101927780

LINC01391

COPG1

INPP5A

ARF6

TRERF1

JUN

ELMO1−AS1

NSMAF

ABCB9

LINC01391_2

RBPJ

PAQR6

LOC101927043

MIR4422

KLF10_3

MIR4422_2

MIR4422_3

MIR4422_4

SMARCC2

ESX1

TMCO2

ATG16L1

−0.4 −0.2 0 0.2 0.4

Value

Color Key


