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LINC00908
LOC100422212
ITSN2
TLX3
TLX3_2
OPTC_2
PRELP
PRELP_2
SMARCA2_2
TP63_4
DUSP16_2
BFSP2−AS1_2
ABL1
LINC00261
LINC00261_2
ZNF407
ETV1_2
ETV1_4
LINC01478
TNFRSF11A
FAM228A
RRAGC
TRIT1
ERG
TYW1B
USP44
RFC1
ARHGAP31−AS1
MSGN1
DUSP10
LOC101927989
USP3
FAM71A
FOXB2
LOC102724708_2
RREB1_4
ARHGEF10
PARP12_2
ZNF252P
MRM1
LINC01471
PCGF5
FOXJ3
RFX2
SATB2
MIR4323
LINC01276
TCERG1L−AS1_2
S1PR2
NKX2−2
LINC01727
LINC01727_2
SP4
MIR4503_2
RINL
MTERF1
SMYD3
GCM1
AMACR
ST18_2
ST18_3
ARHGEF3
LOC101928855_3
RREB1
SCARB2
PPARGC1B
APMAP
ITPA
UBOX5
SNAR−E
MIR4764
ETV6
ETV6_2
BCL2L14_2
LMO3_2
PARN
PCK1
MUC15
LOC100506869_2
GATA6−AS1
ARHGAP18_4
PRKAR2B
ZIC3_2
TERF2IP
SOX2_2
RNU6−2
LOC102724604
GATA6
TRHR_3
PACRG
GATA6−AS1_2
ARX
ZIC3
ZBTB20_4
RPL21P44
NFATC1
ZRANB2−AS2
ZRANB2−AS2_2
IMPACT
PRELID3A
C19orf68
HSF2_2
MCM10_2
ARL5B_3
LOC105378098_4
LOC101928865
TFCP2L1
KIAA1324
NEGR1−IT1
NEGR1−IT1_2
UBL4B
MIR1202
MIR1202_2
KIF3B
MIR4466_2
TNFRSF11A_2
SNHG22_2
KIRREL3
MIR3167
KIRREL3−AS2
LRRC34
CAMTA1_2
PCMTD2
ERH
DNMT3A_4
MEX3D
IRX4
LOC100130587
MIR4251
MIR6774
ARHGEF16
MIR4251_2
FAR2
PRKAR1B_2
PCSK9
LOC101929427
MIR6825
MYT1L−AS1
LMO1
SREBF1_2
ARHGEF10L
PLCH2
SSBP2
ARHGAP26−IT1
ARHGAP26−IT1_3
TAF1B
KDM2B
DNASE1L2
OTP
DHRS12
LINC00392_4
C21orf2
AATBC
DEUP1
GLI2_4
CEL
GLI2_2
LIFR
MYT1L_2
MYT1L_3
LINC01700
MIR6735
FOXN3
ADCYAP1_2
ADCYAP1_3
JARID2_5
ZNF750
ZNF750_2
LINC01229
FOXB1
PAX9
PAX9_2
STK24
SFTA3_3
AKNAD1_2
PARP1
MCM10
DBX1_2
COL9A2
LHX3
ATOH1
TCERG1
POU4F3
SALL1
SALL1_2
RIMS3
MFSD2A
VANGL2
BCL11B_2
ZNF536
ZNF536_2
ATF5
EBF3
MIR4297
BFSP2−AS1
MIR1267
HRH3
TP53TG3
TP53TG3B
TINCR
MAF
ETV6_4
DLX1
FBXW7
CASC17
TP63
ARHGAP44
PTF1A
MNAT1
SLAMF8
TCERG1L
TCERG1L−AS1
LOC101927686_2
LINC01798
MIR4527
POU3F3
IRX1_2
USP12−AS1
USP12−AS1_3
SARDH_2
DBH−AS1
LOC100272217
PPFIA4
LINC01398
ESRRB
NEUROG3
PRDM12
QSOX2
DHRS12_2
MIRLET7A3
MYBPC3
IRX2
C5orf38
IRX2_2
SALRNA1
SIX4
SCARNA13
KLF12
SLC16A6
SMAD2_2
SMAD2_4
PRKAR1A
NR0B1
EHF
EHF_2
EHF_3
GDF15
NEUROD1
WDR25
GLP2R
LOC100507406
LOC101927855
SMYD3_7
PDE4D
PART1_2
ID3
ATOH8
SCARA3
USP12−AS1_2
CBX5
NEGR1
INHBE
LOC101927989_2
NR4A1
LOC102724050
TSPAN31
PIP4K2C
CDK4
AGAP2−AS1
METTL21B
CTDSP2
POU6F1
DAZAP2
ATP23
BAZ2A
PTGES3
MIR616
CBX5_2
ATP5G2
PFDN5
MYL6
MAP3K12
TSEN2
LOC101927839
STK38L
ZSCAN31
DNAJB4_2
LOC101927950_2
JARID2_3
LINC00910
ARL4D
MLX
STAT3_2
RPL27
SPAG9_2
UBTF
STAT5A_2
ARL17A
NSFP1
LOC102724532
NFE2L1
CBX1
PTGES3L−AARSD1
NME1
ZNF827
JADE1_2
PGRMC2_2
CASP3
NR1D2
FGD5−AS1
WDR82
MIR1908
SLC3A2
ARHGAP11A
ARHGAP11B
NFYA
AGPAT1
HNRNPA2B1
LMNB1
HMGB2
ABHD15
SLTM
LARP1
MAFG
TYSND1
LGALS3BP
HN1
MRPL38
CYTH1
ASPSCR1
ANAPC11
ARHGDIA
PDE6G
USP36
MRPL12
ARHGAP21_2
ARL5B_2
CDNF
GTF3C2
FAM228B
SUPT3H
SLC35B2
SRF
TMEM167B
GARS
CREM
NR4A2
NR4A3
NFIC
KLF16
SAFB
MBD3
MARK3
EIF5
WRNIP1
HIVEP1
JARID2_4
CEBPD_2
ARFGEF1
NCOA2
KDM6A
SUB1
TARS
ZNF131
ST20−AS1
SIN3A
ARIH1
REL
USP34
HSF1
SLC25A1
OSR2
VARS2
TEAD3
TMEM139
ZNF341
BCL2L13
UFD1L
PARP16
LINC01431
DPAGT1
CCDC84
CLOCK
PARP12
PARP9
PARP14
MALAT1
LINC01730
KAT5
SLC25A45
TNFAIP1
ILK
RNH1
MIR6743
CENPL
AK6
UPF2
DEDD
BANF1
MUS81
MAP3K11
PHF12
CREB1
HDLBP
ARL6IP6
MARCH7
TRMT1
IER2
MIR23A
ARPC1A
UFSP1
MIR6875
SNORD12B
ZNF335
ARMC5
MANBAL
RAB24
NOP16
CDHR2
GSPT1
PGP
ARL6IP1
BFAR
SMG1
GLI2_3
GLI2_5
USP40
SOST
GRHL3_2
ETV4
SRXN1
FOXO1
HHEX
TNFSF10_4
TNFSF10_2
TNFSF10_3
MSC
MIR6079
MYBL1
VCPIP1
TRAF1
MAPKAP1
KLF10
KLF10_2
CASP16P
NTMT1
C9orf172
MIR5188
PAGR1
GLIS2
CARHSP1
MRPS34
TFAP4
PIP5K1A
PSRC1
ATXN7L3
DUSP3
NAB2
CTDSP1
TFAP2A
SLC11A2
FAM186A
SP1
ATF1
ZBTB25
HIF1A
LOC105370526
LACTB2
ARF6
NEMF
PDXK
CSTB
NR3C1
LOC100132356
CSNK1A1
IRF1
SEC24A
ARHGEF2
MIR5187
ZBTB7B
EFNA1
DCST1−AS1
RIT1
MEF2D
SHC1
NIT1
GBA
GBAP1
ADAR
MUC1
EFNA3
CHRNB2
PBXIP1
KRTCAP2
MTX1
JTB
GATAD2B_2
RPS27
SLC39A1
DENND4B
POGZ
ARNT
PSMB4
PI4KB
TARS2
LYSMD1
RFX5
SETDB1
TDRKH
FALEC
DUSP23
SMG7−AS1
RGL1
DHX9
SFT2D2
POU2F1_2
USP21
USF1
ATF6
NDUFS2
ETV3
ARHGEF11
DAP3
TSACC
RXFP4
SMG5
NOTCH1
CEBPA
TMEM189
CEBPB−AS1
LOC105372653
NFE2L2
STARD7−AS1
RNU4ATAC
ATP5E
SOX18
GMEB2
SLC2A4RG
SREBF1
BORCS6
HES7
ZNF580
NCOR1
PFN1
SPAG7
LOC100996842
SENP3
SLC35G6
RNASEK
EIF4A1
CTDNEP1
PHF23
PARK7
B3GALT6
FAM132A
ACOT7
HES5
HES3
HES4
ARHGEF16_2
IRF7
MIR4489
LTBP3
CAPN10−AS1
ANKMY1
CTBP2
WBP4
TALDO1
PRDX5
ESRRA
GPR137
EEF1G
TNKS1BP1
ARHGEF12
PURA
MYL5
MAEA
CTBP1
USP25
E2F8
MIR1281
NCKAP1
SP3
OPLAH
MFSD3
LRRC14
PLEC
GRINA
PPP1R16A
VPS28
MINCR
EXOSC4
CYC1
CYHR1
FBXL6
SHARPIN
USP31
NUDT18
ORAI1
CHRAC1
TRAPPC9
ZSCAN10
FAM234A
ZNF213−AS1
KREMEN2
LINC00514
NRARP
TBX6
MEF2D_2
SLC4A11
GSTP1
NUDT8
TMEM134
RPS6KB2
CABP4
PSMB1
WDR27
SNORD74
ANAPC7
MSH5
HCG27
TAF11
UHRF1BP1
SNORD84
PRRC2A
MIR219A1
GPSM3
CUTA
KCTD20
VARS
HSPA1B
RGL2
FOXK2
C17orf62
CASC3
NR1D1
CDK12
SNORA21
CWC25
GGNBP2
RPL19
SMARCE1
SPARCL1
MIR4451
DHRS4L2
MIR6512
SLC7A8
C10orf99
TFDP2
TFDP2_2
FOXE1_2
FOXE1_3
TNFAIP8
MIR2117
ARHGEF26_2
MIR944_2
TP63_5
TPRG1−AS2
MIR944
TTC22
CARD11
TSPY26P
TP53I11_2
ZNF704
LOC100507487_4
ARHGAP25
IL17REL
CHRDL2
LINC01571
TASP1
LOC101928614_2
DUSP14_2
CDC6
HNF1B
HNF1B_2
PLA2G16
PSORS1C3
PGAM1P5
DHRS3
RARRES1
MFSD1
CEBPD
LOC102723481
SMAD6_2
TFAP2C_2
PACSIN3
ETFA
LOC102723481_4
PNKD
SH2B2
PARD3_5
NR2F2_3
CYB5B
EVA1C
PECR
FARP2
AHR
KCCAT333
LOC101927630_2
AHR_2
AHR_3
DUSP4
LINC01571_2
USP25_2
MIR4287
MIR4287_2
DUSP4_2
DUSP4_3
LINC01571_3
NPAS2
NPAS2_2
SMARCD3
P3H4
WISP2
KCNK15
LOC101928093
MAFK
AVPI1
ARRDC2_2
KLF6_2
LOC105376365_2
LOC105376360
KLF6
LOC105376365
TSEN15
MIR4450
ARID5B
ARID5B_2
LOC100507065
LOC100129940
LINC01416_2
SNAR−A8
SNAR−C4
SNAR−C1
LINC01389
LINC00540
MSX2_2
LINC01411
KLF4_2
SETX
DBNDD1
HOXB9
MIR196A1
ICE2
RPS27L
RARB_3
SMAD6
C1orf234
TGIF1_3
JDP2
OR1I1
MEOX1
GATA3−AS1
WBP1L
SLC2A3
LINC00700
MIR6072
LINC00701
MIR4472−2
MED13L
FOXCUT
TBX18
MEOX2
ZIC4
ARL4A
MRPS30
MRPS30_2
TFAP2D
HSF2
HSF2_3
HOXA−AS3
BASP1P1
LINC00327
TNFRSF19
MIR4269
ARL4C_2
LOC101927248
KLF3
BARX2
ZNRF3−AS1
THSD4−AS2_3
ARL4A_4
MIR6888
ETV5
LOC101929555
ZNF148_2
EPAS1_3
SNORA87
THSD4_2
LINC01923_2
TNKS_3
TNKS
TNKS_2
LINC00303
NRAP
SMS
CELF2−AS1
LOC102467079
LOC101927770
DBX1
RERE_2
LOC102724552
SNORD128_3
USP28
HSDL1
TMEM128
ARHGAP8
NFE2
MED13
MED13_3
SHROOM3
KREMEN1
FOXN3_2
H2AFY
LINC01923
ETV5_2
TNFAIP8L3
CHRM3−AS1
CHRM3−AS1_2
LOC102723471
CXCL14
THSD4
THSD4−AS2_2
POU3F2_3
SNORA80A
LOC101928111
C17orf82
NOTUM
CHRM3−AS1_3
OTOP1
LARS2
POU3F2
TARS_3
TARS_4
LOC101927686_3
TRPS1_2
KLF4_3
ARL4C_3
RELL1
PSEN2
TRPS1_3
TRPS1_4
LEF1−AS1
RORA_2
LINC01124
HRAT5
CLPTM1L
CUEDC1
VEZF1
MTMR4
USP32
SATB2_2
ZNF462_2
PBX3
PHF19
LOC101928855
LOC101928855_5
RBPJ
RBPJ_3
ZNF300
ZNF345
ZFP28
FOXD1_2
ANKRD34A
MYCBP2
SEMA6C
RASA4B
PRKAR1A_2
LDB1
PSD
SUZ12P1
ANKRD13B
FLOT2
MDK
ORAI2
LARGE2
HRAS
PTDSS1
PSPC1
CARS2
UPF3A
ARHGEF7−AS1
ABHD13
SUGT1
STARD13
GAL3ST3
LINC00167
C11orf54
EED
NAP1L4
CSTF3
ZNF3
PDAP1
MCM7
SLC39A13
MADD
DEAF1
ZNF143
ZDHHC5
FEN1
HNRNPUL2−BSCL2
MTA2
RPL26L1_3
LINC01432
TNFRSF13B
LOC101927950
PRR5
ARFGAP3_2
CCDC60_2
ECEL1
PRSS56
LOC100507487_2
JADE1
TNFRSF11B
LOC100506691
CREB1_3
CREB1_4
KLF7
MIR1302−4
CCDC60
MIR620
AKNAD1
NFIX
TRERF1_2
LRRFIP1
FOXP4−AS1
PNPO
PPP1R36
DHRS7
HOXB1
MIR10A
ARL4C
LINC01173
GABARAPL1
GNB3
LPCAT3
NOP2
RHNO1
NCAPD2
FOXJ2
RPL13P5
ATN1
GAPDH
ETV6_3
DUSP16
SCARNA12
SCNN1A
HES1
CMBL
MARCH6
FOXE1
DDX11−AS1
LOC101927043
DEDD2
DNMT1
GATAD2A
H3F3AP4
H3F3AP4_2
TP53BP2
ARF1
TSNAX−DISC1
GGPS1
RBM34
LINC01354
IRF2BP2
SHOX2
DHX36
ARMC8
TIPARP_2
CNBP
MCM2
UHRF2
SMARCA2_4
TERC
MYNN
POLR2H
NDUFB5
ACTL6A
ZNF639
USP13
BATF3
ATF3
ROCK1P1
GAPLINC
SIX3−AS1
SIX3−AS1_3
LRRC23
C12orf57
NECAP1
CHD4
P3H3
LAG3
FOS_2
TMED10
ZC2HC1C
SLC39A9
GLRX5
YY1
MTHFD1
APEX1
HOMEZ
PPP1R3E
PABPN1
HNRNPC
NCL
XRCC5
ZNF219
ZFHX2
NRL
DBNDD1_2
CHD7_2
CHD7_3
PATZ1
SLC29A2
HERPUD1
TOX3_2
TOX3
CASC22
SMAD2
MBD1
ACAA2
SMAD4
ZNF24
LOC283710_2
KLF13_5
E2F2
BCOR
BCOR_2
INPPL1
DNMT3A_5
BRF2
BAG4
NSMAF
ARID2
HDAC4
H2AFY_2
PHF14
NDUFA4
RIC8B
KCTD21−AS1
ISCU
CCT8
GART
RWDD2B
GABPA
E2F5
FAM53C
EGR1
PARVA
USP47
SMARCD2
DDX5
MED13_2
CENPP
HNRNPK
ZNF672
COX20
HNRNPU
HNRNPD_2
USP1
CNOT9
ATF2
CLASP1
FAM126B
HSPD1
MOB4
ATP5G3
NUP35
GORASP2
HNRNPA3
FARSB
MTBP
CCSAP
NFYB
H2AFV
EZH2
NRF1
CARM1
GTF2H5
POLDIP3
RPS19BP1
SREBF2
PLA2G6
ZNF713
LANCL2
YIPF2
CHCHD2
ZC3H7A
LMO4
BACH1_2
ELFN1
LOC101928530
ZNF605
HCST
LTBP4
SHKBP1
SSBP4
CIC
ERF
SSBP3
MIR3180−4
ZCCHC3
SOX12
OVCA2
ACADVL
KDM6B
PER1
PELP1
LOC284009_2
MZF1−AS1
MZF1
ZBTB45
ZBTB45_2
ZNF579
ATF5_2
ZNF524
U2AF2
NAA38
NACC2
IPO13
NFYC−AS1
B4GALT2
CDC20
KIF2C
YBX1
TOE1
SNORD46
SZT2
ZMPSTE24
SLC1A5
AP2S1
SPHK2
RPL13AP5
RPS11
GRIN2D
ZNF296
FBXO46
USP24
ZC3H4
HNRNPUL1
RPS19
MIR6088
FOSB
TRPM4
DBP
AKT1S1
ALDH16A1
PRMT1
IRF2BP1
SIX5
PGPEP1
CALR
GADD45GIP1
NR2F6
MIR3188
MIR5684
SKIL
MIR4469
C2orf68
KLHL22
CEBPG
USF2
PROSER3
COX6B1
U2AF1L4
CATSPERG
NFKBIB
PSMD8
MRPS12
EIF3K
ZNF747
ZNF688
ALDOA
ZNF668
FUS
FRAT2
RFX1
NFX1
BCL2L11
MIR1302−3
ZC3H6
TP53INP2
ACTL10
PLAGL2
MIR4466
ZBTB2
LINC01563_2
USP22
DHRS7B
YARS2
MRPS35
ERGIC2
SOX4
E2F3_2
FOXK1_2
PRKAR1B
TMEM184A
PIGT
TP53RK
LINC01585
RCBTB1
ZBTB44
RELT
CAMTA2
PCBP1
LINC01816
PRPF8
TMEM107
WRAP53
ARID1A
RNU11
GMEB1
IRAK1
HCFC1
ARHGAP4
RAB35
MTA3
MTERF4
ATG16L2
ARAP1
ACTR3C
CXXC5
LRRC43
MLXIP
MIR3174
MARCKSL1
RSG1
TARDBP
RABEP2
C1orf122
MTF1
UTP11
MARCKS
FOXO3
DNAJB4
MTF2
SFPQ
RBBP4
S100PBP
THRAP3
KIAA0319L_2
ZNF710
LINC01578
MIR3175
DNMT3A_2
LSR
MIR200B
PARP8
OSBPL2
ADRM1
GATA6_2
ARHGEF26_3
PARP11
THSD4_3
ARL5B
ARHGEF26
DKFZP434K028_2
DKFZP434K028
LHX2
SLTM_2
THSD4−AS2
WT1−AS
HRH1_2
CDC42EP2
ARHGAP23
ADAMTSL4
SH3BP5L
LOC100506272
FAM131A
MARCH4
UACA
MUC13
PEAR1
JADE2
RPL26L1_4
DUSP7
MIR7155
MIR6880
CSRNP1
TLR9
LINC00051_2
POU2F2
ETS1_5
LTB
LTA
CARS
CSF3
CYBA
LOC101927854
LRRN3
GADD45A_2
GADD45A_3
MIR181A2HG
ARPC5L
RC3H2
STARD4−AS1
ARRDC3_2
JMJD1C
REEP3
JMJD1C−AS1
CGB3
CGB5
LOC100507487
LOC100507487_3
ZNF431
LINC01111
SNAI2_2
NSMAF_2
NSMAF_3
P3H2
CLYBL−AS1
NFIL3
LOC105376360_2
MCHR2
LOC101927168
PXDN
PXDN_3
ISX−AS1
TFAP2B_3
TFAP2B_4
ZNF431_2
TWIST1_2
LINC00402
TFAP2B_5
VAMP3_3
VAMP3_5
BDKRB1
RXRA_3
ARHGAP12_2
LINC01364
SNAI2_3
AVEN
LOC440390
CC2D2A
MYF6
LOC101929586
CREB3L1
CREB3L1_2
SENCR
TBX18−AS1
PGRMC2
NR3C1_2
RARRES1_2
LOC102723481_3
LOC102724927
LINC01384
LINC01384_2
SPARC
LACTB
RUNX2_4
CREB3L1_3
ARL4A_3
MIR1284
WT1
LINC00114
LOC101929586_2
ARNT2_2
RPTN
FOXB1_2
CASC17_2
CASC17_5
LOC105376633
RUNX1_5
ONECUT3
LINC02095
MYH16
ADAM19
ARHGAP29
ARHGAP29_2
PPARG
PPARG_3
ARHGAP24
MITF
MITF_2
LOC105377480
NR3C2
PGM5P2
PGM5P3−AS1
LINC01655
MFSD13B
LOC101928381
SLC26A5
ZBTB20_2
MIR4796
NSUN6
TMSB4X
TLR8−AS1
PDIK1L
BCL6
RAB42
MYLK4
ELF4
PHACTR4
LOC100130476
QSOX1
CDK7
GPX1
UBA3
BASP1
SFTPB
CUX1_3
TARS_2
ENG
TMEM43
HRH1_3
ERGIC1_2
LINC01426
SLC25A51_2
PLLP
ARL2BP
TAF1L
TAF1L_2
MIR5572
C5orf66−AS1
HRAT5_2
CELF3
DPYD−AS1
ASPRV1
CCDC58
DLX2−AS1_2
GNA15
LOC101927787
MIR4422_3
LINC01108
ARHGAP26−IT1_2
MRPS10
LOC101928614
SMAGP
ELK3
ELK3_2
LTBP2_2
LTBP2_3
RFX8
LOC101927686_4
BFSP1
SCARNA26A
LOC100506869
ELMO1−AS1
LOC100128233
LOC100128233_2
LOC101927780
HIF1A_2
USP40_2
PAX8_2
RUNX1_2
RUNX1_4
ARID3B
INPP5A
ADAM8
EPAS1
S1PR4
SCARF1
VDR
LOC374443
ARNTL2
ABCB9
SYT8
P2RY6
LINC01135
TOP1
TNFAIP3
TNFAIP3_2
NLRC5
NLRC5_2
KLF4
LOC102723471_2
ESX1
ATG16L1
MRPS10_2
MRPS10_3
ARL14
LINC01391
LINC01391_2
VNN1
PDZK1IP1
NRIP1_2
NRIP1_4
C1QTNF1
TNFSF10
TP63_2
JARID2
HS3ST5
SMYD3_2
ARHGAP17
LOC102723481_2
C4orf51
TNFSF18
TNFSF18_2
CREB1_2
P3H2−AS1
LOC100507487_5
ACTBL2
ACTBL2_4
MIR4422
CASC17_4
TRPS1
NCRUPAR
FEZF2
FEZF2_2
PPARD
ACTBL2_3
FOXD1
LOC340090
LOC101928539
LOC101928505
LOC101928505_2
ART4
LOC105369187
LOC100507065_2
LOC100507065_3
MIR1204
MIR1207
MIR1207_2
FOSL2
DUSP5_4
ZBTB38
AXIN1
LUCAT1
ERCC4
ARHGAP26−AS1
RNF135
TRIM16L
LPAR1
LINC00961
BCL2L10
FOXQ1
MSX2
SDCBP
RRN3P1
MED20
MAP2K2
GLI2
TFE3
KIRREL
PTRF
NAGLU
PTBP1
FSTL3
ZBTB7A
TUBB3
RSPRY1
AP5Z1
FBXL18
ACTB
ACTB_2
PSMG3
FOXK1
ENO1
ERRFI1
LOC102724450
KLHL21
FTL
RRAS
VASP
ERCC1
NOL3
COG8
CDT1
CTCF
NUTF2
CBFB
MIR7641−2
HMOX1
ZNF114
FBXO17
CACNG6
USP43
TEAD4
ZBTB5
TPM2
ITSN1
LOC100505942
PCGF1
ZBTB47
DHX30
ARF4
LMTK3
C1QTNF6
TRIOBP
CDC42EP1
CARD10
PARD6B
SDC4
AGRN
ARHGEF17
FLJ31356_2
YAP1
RARG
HN1L
MIR4479
TRAF2
ACTN4
C19orf33
BCAR1_3
PIEZO1
NFAT5
LIF
BHLHE40−AS1
HRH1
ZBTB38_3
FHOD1
MIR202HG
ANGPTL4
CTDSP2_2
MISP
TOR4A
DUSP5
DUSP5_2
DUSP5_3
TNFRSF10B
TNFRSF10A
TNFRSF1A
CLCF1
SLC16A5
EMC3−AS1
USP10
CDC42BPG
ARL2
ZGPAT
FHL3
HMGA1
LASP1
LINC00708
EPAS1_2
STARD13−AS
BCL9L
AHNAK
PLEC_2
TNFRSF12A
AJUBA
LOC284080
FOSL1
AXL
EPHA2
TNFRSF6B
SMAD3
LOC102723493
SNORA87_3
LOC283887
BCAR1_2
ANXA2
PKM
STAT5A
PLIN3
UHRF1
TFAP2C
ARHGAP27
MIR1538
NR2F2
NR2F2_2
TFAM
NR2C1
ARHGAP18
CFLAR
ARHGAP12
ITGB5
ERGIC1
RPL26L1
RPL26L1_2
DUSP1
MED15
MED15_2
ZNF462
ARHGEF18
ERCC6
MIR3177
BACH1
ZNF704_3
TRERNA1
NFX1_2
ARAP3
RXRA
RXRA_4
LINC00605
LINC00677
HRASLS2
MCU
CDC42BPB
MIR4296
MIR4296_2
MPRIP
EPS8L2
UNC13D
EPAS1_4
IQGAP1
GATSL3
JUP
RARA
SNORA92
ARFGAP3
VASN
PIM3
PRSS8
PLXNB2
LINC01843
TCF7L2
TGIF1_2
LOC105372672
CUX1_2
CUX1
ARPC1B
NFIL3_2
ARRDC1−AS1
FAM129B
FPGS
NT5C
TRIM47
PCYT2
RXRA_2
RPL37
LOC101928279
RUNX2
LOC101928093_2
LOC101928539_2
PAX8−AS1_2
PAX8
C15orf52
ZBTB17
KLF6_3
BCAR3
HRH1_4
ANPEP
CST6
ETS1_6
ETS1_3
ATG7
MIR6070
BCAR3_2
LOC100505716
CEP295NL
LOC101928855_4
ABALON
TRERF1
JUN_2
C5orf66−AS2
ARNTL_2
PRKCDBP
LOC101928855_2
SUMF2
NFE2L3_2
FOXG1−AS1_2
ARHGAP18_5
ELF5
OSR1
C11orf45
ETS1
RFX8_2
RFX8_3
FOXS1
LARP6
DOK1
SYNC
PRDM16
IRX3
IRX5
TBPL2
BIRC7
MIR328
COPG1
RLN3
MMP28
IFI16
LOC101927630
PAX8−AS1
LINC00862
ZNF281
MARVELD2
LINC01929
SHROOM1
LINC01991
NARS2
CPD
RREB1_2
FOXL1
FOXL1_2
LOC102724344
ETV1_5
ARSJ
ARSJ_2
TOX2
TOX2_2
PARD3_3
PARD3_4
PARD3_6
NFATC2
JUN
ARHGAP22
CASP4
CHIC2
RNF169
KCTD14
TP53BP2_2
CELF1
LOC101927865
MIR1302−4_2
MYBPH
OPTC
MIR4422_2
MIR4422_4
SMARCC2
TMCO2
MIR4430
FAR2_2
MRPS30_3
PAQR6
RBPJ_2
BHLHE41
LINC01376
LMO3_3
SOWAHB
TIPARP
MIR548AH_3
LOC100506098
BCL2L14
ETV6_5
LMO3
LOC100506393
LINC00581_3
SFTA3
RFX1_2
AEBP2
ARHGAP12_3
LOC100128386_2
ARHGAP42_2
LOC100128386
ARHGAP42
ALDH3B2
MIR1234
CGN
QSOX1_2
PROM2
MIR3170_3
TNFRSF21
LOC105371824
MIR4315−1
ARHGAP27_2
MESP2
LINC01272
GRHL2_2
GRHL2_3
TTC5
ARHGAP18_2
LIFR_2
HOPX
RNF181
LOC100130880
CREB3L2
TNFRSF11B_2
ABCB11
ABCB11_2
LINC01389_2
NAPSA
MIR4777
MFSD4A
AQP1
LOC100132111
OAZ3
THEM4
LINC01607
H1F0
FOXC1_3
ELF1
RBM8A
C1orf228
MIR633
MARCH10
SPATA12
ARHGEF3_2
TMBIM1
GPR87
TNFRSF21_2
TACSTD2
GADD45A
MIR6076
RARRES3
SFTA2
AREG
SFTA3_2
NKX1−2
HNRNPD
HCAR3
ARHGDIB
MIR4799
FLJ31356
TAF1B_2
NIPAL3
GRHL3
KIAA1522
CTNND1
ARHGAP32
TFAP2C_3
MMP9
BATF
TGIF1
FAM65C
SPNS2
RUNX1
RUNX1_3
RNF207
CLDN9
NYNRIN
GRHL1
ERP27
GUK1
PRDM2_2
MIR5692B
RAB11FIP1
PPARG_2
MIR548AH_4
NECTIN4
F11R
MIR548AH_2
CLDN7
MIR326
RPS3
SERHL2
SPDEF_2
WISP1
LDHD
TEAD1_3
ARNTL_3
TEAD1_4
FOXA1_3
LOC100129046
ARHGEF10L_2
MARK2
MARK2_2
LITAF_3
LITAF
LITAF_2
GACAT3_4
GACAT3_5
MYCNUT
GACAT3_3
GACAT3
GACAT3_6
EN1
USP28_2
MYB
MIR548A2
BHLHE41_2
ARHGAP32_2
ZFP64
NFATC2_2
LOC100996415
LOC101927237
ZNF716_4
HOTTIP
HOXA13
BCAR1
SNORA87_2
PART1
MEF2C−AS1
PRRX1
PRRX1_2
DMRTB1_2
ARHGEF17_2
ADRB1
ADRB1_4
LOC101929882
LOC101927855_2
FOXG1−AS1_3
ACSBG1
TP63_3
LOC102724708
LINC01524
BACH2
MIR4425
RUNX3
RNF157−AS1
MIR4503
LOC101927082_4
LOC101927082_5
MIR548AH
FOXC1
FOXC1_2
ARHGAP5
RNU6−2_2
SESN2
TRIB3
BDKRB2
BDKRB1_2
FOS
NCOR2
SCARB1
NCOR2_2
CTDSP2_3
NFIA
NFIA_2
RBM23
ELK4_2
KDM5B
SIVA1
AKT1
LOC100507437
MIR6764
CRIP1
FOXP1_2
FOXP1_3
FOXP1_4
ETS2
LOC400867
LINC01258
KLF3−AS1
SSTR5
C5orf66
MIR1284_2
LINC00392_2
LINC00392_3
LINC00392
KLF5
ARNTL
IRF6
DDR1
DLX2−AS1
CTB−113P19.1
USP54
ITSN1_2
KIAA0319L
ARL4A_2
VPS13B
CRY1
MUC3A
NRIP1_3
LOC101927168_2
ISL2
ETS1_4
GACAT3_2
LINC00443
LINC01206_2
LITAF_4
DISP1
MAPK8
LINC01364_3
BRCAT54
TNFRSF17
BCAR4
ARHGAP21
SPAG9
KLF10_3
ZNF704_2
ZNF704_4
RERE_3
LOC102724579
DNMT3A_3
ZFP42
C5orf56
ARID3A
BARX2_2
BARX2_4
IRX1_3
LOC642366_4
RORB−AS1
ARRDC3
ARRDC3_4
PRDM2
ADRB1_3
NCF2
PROX1_2
MIR4432HG
RORA
CBS
LVCAT8
LOC101927237_2
FBXW7−AS1
LINC01248_2
LINC00581
ETV1
ZEB2−AS1_2
TCF4_2
RELN_3
BFSP2
BFSP2_2
OTX2
PITX2
ORC2
NR5A2_2
LOC101927082_2
LOC101927082
TFAP2B
LOC101927082_3
TNFSF4
VENTXP7_3
RORA_3
ZNF385D−AS1
VENTXP7
LOC439933
LINCR−0003
ZBTB20_3
GTDC1
VENTXP7_2
DISC1−IT1_3
AIM2
MIR4422_5
MIR3977
MIR3977_2
RARB
RARB_2
ACTBL2_2
LOC105370757
ZEB2−AS1
TBPL1_2
PCAT1
NFIB_2
NFIB_4
EFNB2
PITX2_2
IRX1_4
IRX1
LINC02114
MORC1−AS1
ZNF716_2
ZNF716_3
LINC01797
ACADSB
CASP7
ACKR1
BASP1P1_2
GFI1B
GFI1B_2
LOC101929130
LINC01657
DMRTB1
ARHGEF38−IT1
ADRB1_2
ARHGEF37
TPM1
MEF2C
LOC102723766
IRF2
LOC105378098
LOC105378098_2
LOC105375075_2
RUNX2_2
CLIC5
RUNX2_3
LOC101927686
OLR1
LINC01187
FOXI1
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