
H
35

8_
S

4_
m

od
el

_p
5_

sw
ig

h1
37

3_
ab

47
29

_c
hi

p_
11

24
_S

9_
hg

19
_p

5_
sw

ig
H

23
47

_S
3_

m
od

el
_s

w
ig

H
C

C
78

_S
5_

m
od

el
_s

w
ig

H
22

91
_a

b4
72

9_
11

21
_1

13
0_

p5
_s

w
ig

hc
c8

27
_a

b4
72

9_
ch

ip
_0

22
1_

S
27

_h
g1

9_
p5

_s
w

ig
eb

c1
_a

b4
72

9_
ch

ip
_0

41
4_

13
c_

S
10

_h
g1

9_
p5

_s
w

ig
sq

1_
ab

47
29

_c
hi

p_
05

05
_1

2c
_S

17
_h

g1
9_

p5
_s

w
ig

h2
22

8_
ab

47
29

_c
hi

p_
01

13
_S

11
_h

g1
9_

p5
_s

w
ig

h2
22

8_
ab

47
29

_c
hi

p_
02

21
_S

31
_h

g1
9_

p5
_s

w
ig

H
C

C
11

71
_S

1_
m

od
el

_s
w

ig
hc

c4
61

_a
b4

72
9_

ch
ip

_0
33

1_
12

c_
S

2_
hg

19
_p

5_
sw

ig
sw

15
73

_a
b4

72
9_

ch
ip

_0
33

1_
12

c_
S

4_
hg

19
_p

5_
sw

ig
sw

15
73

_a
b4

72
9_

ch
ip

_0
41

4_
13

c_
S

11
_h

g1
9_

p5
_s

w
ig

sk
lu

1_
ab

47
29

_c
hi

p_
02

21
_S

17
_h

g1
9_

p5
_s

w
ig

ca
lu

1_
ab

47
29

_c
hi

p_
04

14
_1

3c
_S

9_
hg

19
_p

5_
sw

ig
H

22
6_

6_
7_

ab
47

29
_S

6_
p5

_s
w

ig
_s

s1
00

hc
c3

66
_a

b4
72

9_
ch

ip
_0

22
1_

S
19

_h
g1

9_
p5

_s
w

ig
hc

c4
4_

ab
47

29
_c

hi
p_

02
21

_S
29

_h
g1

9_
p5

_s
w

ig
hc

c4
4_

ab
47

29
_c

hi
p_

12
02

_S
5_

hg
19

_p
5_

sw
ig

h1
97

5_
ab

47
29

_c
hi

p_
03

31
_1

2c
_S

1_
hg

19
_p

5_
sw

ig
H

C
C

24
50

_K
27

A
c_

hg
19

_p
5_

sw
ig

H
C

C
24

50
_a

b4
72

9_
02

19
_p

5_
sw

ig
H

C
C

22
79

_a
b4

72
9_

11
21

_1
13

0_
p5

_s
w

ig
H

17
55

_a
b4

72
9_

11
21

_1
13

0_
p5

_s
w

ig
LO

U
N

H
91

_a
b4

72
9_

09
06

_C
hI

P
_p

5_
sw

ig
V

ak
oc

_H
14

6_
1_

ab
47

29
_p

5_
sw

ig
V

ak
oc

_H
14

6_
2_

ab
47

29
_p

5_
sw

ig
V

ak
oc

_H
88

9_
1_

ab
47

29
_p

5_
sw

ig
V

ak
oc

_H
88

9_
2_

ab
47

29
_p

5_
sw

ig
h6

9_
ab

47
29

_c
hi

p_
06

10
_0

71
4_

15
c_

S
27

_p
5_

sw
ig

V
ak

oc
_H

69
_1

_a
b4

72
9_

p5
_s

w
ig

V
ak

oc
_H

69
_2

_a
b4

72
9_

p5
_s

w
ig

H
20

81
_a

b4
72

9_
C

hI
P

_p
5_

sw
ig

H
20

81
_a

b4
72

9_
p5

_s
w

ig
C

O
R

L8
8_

7_
21

_a
b4

72
9_

p5
_s

w
ig

H
20

9_
ab

47
29

_p
5_

sw
ig

H
14

36
_H

3K
27

ac
_p

5_
sw

ig
H

14
36

_a
b4

72
9_

C
hI

P
_p

5_
sw

ig
V

ak
oc

_H
12

8_
1_

ab
47

29
_p

5_
sw

ig
V

ak
oc

_H
12

8_
2_

ab
47

29
_p

5_
sw

ig
H

19
63

_a
b4

72
9_

p5
_s

w
ig

hc
c3

3_
ab

47
29

_c
hi

p_
08

25
_0

82
8_

17
c_

S
17

_p
5_

sw
ig

H
21

06
_7

_2
1_

ab
47

29
_p

5_
sw

ig
V

ak
oc

_H
52

4_
2_

ab
47

29
_p

5_
sw

ig
h2

17
1_

k2
7a

c_
p5

_s
w

ig
V

ak
oc

_H
21

1_
1_

ab
47

29
_p

5_
sw

ig
V

ak
oc

_H
21

1_
2_

ab
47

29
_p

5_
sw

ig
h5

26
_a

b4
72

9_
ch

ip
_0

50
5_

12
c_

S
19

_h
g1

9_
p5

_s
w

ig
V

ak
oc

_H
52

6_
1_

ab
47

29
_p

5_
sw

ig
V

ak
oc

_H
52

6_
2_

ab
47

29
_p

5_
sw

ig
V

ak
oc

_C
O

R
.L

31
1_

1_
ab

47
29

_p
5_

sw
ig

V
ak

oc
_C

O
R

.L
31

1_
2_

ab
47

29
_p

5_
sw

ig
V

ak
oc

_H
51

0A
_1

_a
b4

72
9_

p5
_s

w
ig

V
ak

oc
_H

51
0A

_2
_a

b4
72

9_
p5

_s
w

ig
H

34
5_

H
3K

27
ac

_p
5_

sw
ig

dm
s7

9_
ab

47
29

_c
hi

p_
08

25
_0

82
8_

15
c_

S
13

_p
5_

sw
ig

h1
87

_a
b4

72
9_

ch
ip

_0
82

5_
08

28
_1

5c
_S

15
_p

5_
sw

ig
V

ak
oc

_H
82

_2
_a

b4
72

9_
p5

_s
w

ig
V

ak
oc

_H
82

_1
_a

b4
72

9_
p5

_s
w

ig
h8

2_
ab

47
29

_c
hi

p_
03

31
_1

2c
_S

3_
hg

19
_p

5_
sw

ig
V

ak
oc

_H
52

4_
1_

ab
47

29
_p

5_
sw

ig
V

ak
oc

_H
44

6_
1_

ab
47

29
_p

5_
sw

ig
V

ak
oc

_H
44

6_
2_

ab
47

29
_p

5_
sw

ig
H

19
6_

ab
47

29
_C

hI
P

_p
5_

sw
ig

h1
79

2_
ab

47
29

_c
hi

p_
01

13
_S

13
_h

g1
9_

p5
_s

w
ig

h1
39

5_
k2

7a
c_

p5
_s

w
ig

H
20

30
_a

b4
72

9_
p5

_s
w

ig
h4

60
_a

b4
72

9_
ch

ip
_0

22
1_

S
15

_h
g1

9_
p5

_s
w

ig
H

C
C

15
_a

b4
72

9_
09

06
_C

hI
P

_p
5_

sw
ig

a5
49

__
1_

k2
7a

c_
hg

_S
31

.p
5.

sw
ig

H
28

87
_a

b4
72

9_
p5

_s
w

ig
h2

08
7_

k2
7a

c_
p5

_s
w

ig
V

ak
oc

_H
10

48
.c

as
9_

sg
N

eg
_a

b4
72

9_
p5

_s
w

ig
V

ak
oc

_H
10

48
.c

as
9_

sg
P

O
U

2F
3_

ab
47

29
_p

5_
sw

ig
H

84
1_

ab
47

29
_C

hI
P

_p
5_

sw
ig

h2
07

7_
2_

ab
47

29
_c

hi
p_

05
25

_0
71

4_
15

c_
S

21
_p

5_
sw

ig
h2

28
6_

ab
47

29
_c

hi
p_

11
24

_S
1_

hg
19

_p
5_

sw
ig

h1
29

9_
_1

_k
27

ac
_h

g_
S

29
.p

5.
sw

ig
h2

3_
_1

_k
27

ac
_h

g_
S

30
.p

5.
sw

ig
H

52
0_

5_
14

_a
b4

72
9_

S
5_

p5
_s

w
ig

_s
s1

00
lk

2_
ab

47
29

_c
hi

p_
10

28
_S

3_
hg

19
_p

5_
sw

ig
lk

2_
ab

47
29

_c
hi

p_
12

02
_S

7_
hg

19
_p

5_
sw

ig
h1

83
3_

ab
47

29
_c

hi
p_

06
10

_0
71

4_
15

c_
S

25
_p

5_
sw

ig
sh

p7
7_

k2
7a

c_
p5

_s
w

ig
H

31
22

_K
27

A
c_

bt
2_

m
od

el
_p

5_
sw

ig
H

31
22

_a
b4

72
9_

p5
_s

w
ig

h2
12

6_
k2

7a
c_

p5
_s

w
ig

h1
43

7_
k2

7a
c_

p5
_s

w
ig

h2
12

2_
k2

7a
c_

p5
_s

w
ig

H
18

19
_a

b4
72

9_
p5

_s
w

ig
h1

65
0_

ab
47

29
_c

hi
p_

05
25

_0
71

4_
15

c_
S

23
_p

5_
sw

ig
H

C
C

95
_K

27
A

c_
hg

19
_p

5_
sw

ig
H

C
C

28
14

_a
b4

72
9_

p5
_s

w
ig

LC
1S

Q
S

F
_7

_2
1_

ab
47

29
_p

5_
sw

ig
H

A
R

A
_7

_2
1_

ab
47

29
_p

5_
sw

ig
K

N
S

62
_a

b4
72

9_
p5

_s
w

ig
C

al
u3

_a
b4

72
9_

11
21

_1
13

0_
p5

_s
w

ig
P

C
9_

ab
47

29
_p

5_
sw

ig
H

20
09

_a
b4

72
9_

p5
_s

w
ig

h2
00

9_
k2

7a
c_

p5
_s

w
ig

S
W

90
0_

ab
47

29
_0

90
6_

C
hI

P
_p

5_
sw

ig
H

21
70

_a
b4

72
9_

09
06

_C
hI

P
_p

5_
sw

ig
H

32
55

_a
b4

72
9_

11
21

_1
13

0_
p5

_s
w

ig

DDX11−AS1

SMARCA1

FOXP4−AS1

RAB11FIP3

SETBP1

PARD6B

ARHGEF37

MYT1

ZFP64

MIS18BP1

BCAR1

ZDHHC14

PNISR

TMPRSS4

PTEN

SERBP1

NR2F2

DDX11−AS1_2

JARID2

INSM2

KRR1

ZFAND5

ZNF518B

ACTB

TRAPPC12

PRELP

DNTTIP2

RPL7A

ZNF532

RFFL

CEBPB−AS1

DDX17

ZNF322

TGFB3

SEM1

ANKRD1

DUSP16

LRIG1

RBBP5

PDE4D_3

SNAI2_2

PPP1R9A

RXRA

TNFRSF17

TRAF1

POU3F2

NET1

IQSEC1

PAXBP1

ZBTB8B

ERBB4

ARNTL

TTC5

POU5F2_2

RERE

USP31

NFE2L1

CLSTN2_2

HRAT13

LINC00961

CELF2−AS1

SUMO1P1

FBXL19−AS1

DBX1

RELN

ZNF469

ZIC4

WRAP53

SERF1A_2

NDRG1

MED13

DNASE1

EGFR

ZNF716

ST18

COQ2

ASXL1

ACTL6A

HMX2

LARGE2

ZNF747

ARMC5

CAMTA2

COPRS

CREB1

ZKSCAN2

TAF1B

KLF13_2

ADCYAP1

SMARCD3

HEG1

SLTM

PER2

MARVELD2

ABL2

OR1C1

TTI1

CHRNB2

BIRC2

RHOF

ANKRD18B

CBFA2T2

SALL3

NPAS3

PARP1

ERCC6L2

GLIS1

NSD3

RHOT1

TMPO−AS1

YAP1

SS18L1

SOX1

RARRES3

FOXD4L4

ASXL3

NFATC1

FOSL2

GPBP1

SCN1A

KLF4

JMJD1C

THBS1

LACTB

DUSP26

MATR3

FZD4

CEBPG

MED4

DISP1

TMSB4X

LTB

ID2

PARP11

TNKS

H3F3AP4

JUP

AKR1B1

MAD1L1

CBX4

TBC1D3C

TMX1

LTBP3

SOX18

RUNX1_2

ZNF341

CARD10

ADAM12

RHNO1

FEZF2

KLF5

MYCBP2

ZMPSTE24

ITSN2

VEGFC

LMTK3

CARTPT

KLF3−AS1

CASZ1

USP12−AS1

ARHGEF7−AS1

OTP

ARHGAP5

ID4_2

MUM1

RABGEF1

ATM

TP63

NIPBL−AS1

AHRR

PPARD

ZNF565

VPS54

DHX36

SNAR−I

SIM1

HSDL1

MED13_2

DUSP14

ARSJ

ARFGAP3

HIVEP3

ARHGAP20

SENP3

ETV6

EIF4G1

ZNF592

ARHGEF26

CDKN2A

MYBL1

GLI2

TWIST1

RFX2

CLSTN2

PARN

KIF5C

HNRNPL

ZFP36L2

OSR1

ANKFY1

CHN2

NEUROD4

LITAF

ZFPM2

BRF1

DDX11L1

ZSCAN4

NFX1

ARHGEF11

ZBTB20

NRP1_2

CELSR1_3

ECT2

CMTM7

BRF2

WHRN

RBMS1

C1QTNF1

TSNARE1

RCOR1

PLCB4_2

PRDM2

JUN

PERP

ARHGAP15

GRHL3

TICRR

ZNF704

AREG

TRPS1

DNAJC15

CELSR1

RBL1

ZDHHC2

NDC80

ZBTB47

TNFAIP3

NR1D2

RNF10

SMAD2

RBFOX2

IRX2

RXRA_2

PPARG

TFDP2

GART

ARHGAP21

UHRF1

SMOX

ZFP28

TLX3

NUPR2

CELSR1_2

CRLF3

DUSP4

ZNF341−AS1

NR2F2_2

PARK7

DUOX2

RUNX1

ADAR

ZNF790−AS1

ARL2

DLG3

TSPEAR

MESP2

HEIH

OLA1

FEZF2_2

AKAP8

IP6K3

ATXN1

SYTL2

SNAI2

ARHGEF38

SP3

ANKRD2

NLRC5

PAX8−AS1

ARHGAP18

ID4

ETV1

LAMTOR1

IRX1

ARID3A

TOPORS−AS1

PARD3

PLEKHF1

ADRB1

RORA

ABCA4

ZNF148

ERFE

NFAT5

ZNF133

IQGAP1

ZBED4

TRAPPC3

CRACR2A

ADARB2−AS1

FOXN3

ARHGEF10

EHF

BCL3

THAP12

RALGAPA1P1

MB

ARHGAP22

ZNF536

TOX

QSOX1

LMAN1

USP47

ZNF212

ZNF574

ATL2

TRIO

RHOD

MAP1B_2

TRIM47

CNMD

LUZP2

ELMSAN1

ASH2L

USP44

NR0B1

MYF6

NRIP1

NOL4

IRX5

CLSTN3

RCOR2

SLC25A37

CUX1

ZBTB2

SOX5

CHD7

BFSP2−AS1

THADA

ANKRD33B

EAPP

TBC1D2_2

CELSR3

MRPS30

HNF1B

ZNF362

GRHL2

ADGRF2

TOX3

POU4F3

PLCB4

ZNF219

ANKRD30A

SETD3

CMTM3

ACTR3

RAD1

HMGN1

CPNE1

RUNX1_3

RBM8A

B3GALT6

DDX47

NPAS1

PLEKHG4

ZNF252P

ZBTB38

PECR

SERPINA3

RFX3_2

ARPC1B

SNAR−E

BNC2

ARHGAP12

DUSP3

ELK4

NALCN

SMARCD2

SNCA−AS1

DLX3

BDKRB1

TBC1D2

EHBP1

FOXP2_2

WDR1

RAB4A

CD44

CHIC2

CRB1

TERT

HES5

ARHGEF16

BAG3

EEA1

KMT2A

DNAJA3

KMT2B

AKAP13

NEDD4L_2

ST18_2

MYT1L

ZHX2

EMID1

ARHGAP26−IT1

MRPS34

FOXP1_2

LPAR1

MAP1B

CLVS1

TEAD1

BCL10

SENCR

GPR142

TCF4

SAFB

XRCC1

ZMAT4

TNFSF18

AKNAD1

ACTBL2

MAPK8IP1P2

POGZ

FOXI1

MISP

CTNNBIP1

HSD3B7

STAB2

AGO2_2

ZNF672

CRX

CD40

RUVBL1_2

PDE4D

BRE

KDM2A

USP36

AKAP2

SRGAP1

RNF2

BFSP2

PMS2P3

SMG1P5

MSX2

IPPK

PAPPA

ZNF750

NRG1

FOXP1

KRR1_2

KLF13

NACAP1

NR4A1

TFB1M

RND3

USP32

GTF2IRD2

CERS6

WNT10A

PCGF1

EZH2

FOXP2

ZBED2

FOXCUT

DUXAP8

GPBP1L1

ZNF385B

MGAT5B

ARHGEF12

ZNF687

IRF2BP2

PLSCR2

NFIB

FAT1

FAT2

NEDD4L

TXNRD1

HRAS

TFEC

RC3H2

SUMO2

ZNF143

BCAR3

NPTN

UPF2

ARHGDIA

SCRT2

KDM1A

OSR2

ANO10

PRMT8

TMEM18

DEK

ZFYVE28

THBS2

KCNH2

ARHGEF3

ZNF281

MYO16

CIPC

WDR11−AS1

CXXC4

HRAT92

PDE4D_2

CALM2

SLC34A3

RUVBL1

HRH1_2

IRF2BP1

ZNF460

SAMD4A

VPS53

LANCL2

NRP2

FOXG1−AS1

DNAJC22

TSHZ3

CD36

ZNF292

TRAPPC9

ISL1

ATXN2L

ZCCHC3

RHOD_2

SMARCB1

BASP1

NFE2L3

ATF5

AARS2

CASZ1_2

BCL2L14

ARRDC1−AS1

TMEM35B

HIST1H2AC

NCR2

ARFGAP3_2

HOXD9

KIF4B

NTF3

STAT5B

SENP5

HNRNPK

GLIS1_2

TBC1D5

ANKRD10

TSPYL2

JMJD1C_2

FOXA1

RUNX1T1

TFAP2A−AS1

NABP1

PTCHD4

CUBN

POU5F2

MCHR1

PLEKHA2

ARL4A

TSHZ1

TBX18−AS1

ZBED5−AS1

FAM71A

NR2F1

TRAF5

WNT11

MEGF11

BCAR4

MECOM

ANXA10

DMRTB1

PRDM8

NFIL3

TFDP1

CDIP1

USP2

FSCN1

CDHR3

GRIN2B

PTHLH

RFX3

LIFR

RPTOR

SNAR−C4

LMNTD1

ENDOV

HRH1

AKAP2_2

C18orf25

MRPL36

FAT3

RND2

TAF11

NRP1

BCL2

EHF_2

USP40

FOXB1

CNOT8

TXNRD1_2

POLR3B

ANGPTL4

SERF1A

PRDM11

MBD1

HOXA13

ERF

LTBP2

ETS1

PLS3

LHX3

PLEKHF2

REXO1L2P

RFX8

LYL1

CHRM3−AS1

TRIB3

ARHGAP26−IT1_2

SRGAP1_2

DNAJB6

GORAB

PAX8

PERP_2

MYT1L−AS1

THRA

ABL1

AGO2

ATF6

PARP14

IL17REL

DHRS12

NEGR1−IT1

PCNA−AS1

AREG_2

RCAN2

H2AFV

FOXO3

CALM3

KIRREL3−AS2

SIPA1L3

ZFR

ARHGEF28

MAPK1IP1L

FGD2

RDH10

RARB

TBC1D22A−AS1

CHN1

CARD14

PDE4D_4

SMC2

ARNT2

ARHGDIB

TIAF1

H1FOO

AKAP1

CLOCK

FOXE1

COX7A2L

CNBP

KDM6A

PSIP1

ATXN7L3

SMYD3

NSMAF

KLF9

WT1

PPP1R10

RHOB

−0.4 −0.2 0 0.2 0.4

Value

Color Key


